Table 6: SIGffRid results compared with known SFBS
motifs in F. coli/S. typhymurium on one hand, and B.

subtilis/ B. licheniformis on the other hand

o factor: name [known/deduced consensus if available]
known promoters (when no consensus can be clearly deduced)

SIGffRid output motifs

Motifs are presented as follow: DNA _motif (R ratio, LRT likelyhood ratio test).

(for E. coli: R > 0.50, LRT > 3.84; for S. typhimurium: R > 0.48, LRT > 3.84)

SIGfIRid results for Escherichia coli/ Salmonella typhimurium pair.

o factor: o0 ttgacanig stataat [1]

E. coli

SIGffRid output motifs (spacer range: 14 to 20)

S. typhimurium

tgnnanig 1gtataat (0.52, 6.40)
tgnnanis 1gtataat (0.53, 7.18)
tnacnyz 19tataatg (0.54, 11.30)

tnacnyz 19tataatg (0.52, 21.86)
tngnig 2otataatyg (0.49, 12.72)

o factor: RpoS ?nsctatact [2]*

E. coli

SIGffRid output motifs (spacer range: 14 to 20)

S. typhimurium

tgnsani7 19tatact (0.73, 10.10)
tnganir 19tatact (0.51, 15.40)
tnganig,1gtatact (0.51, 15.43)
cnagnir 1gctataat (0.59, 10.69)
tntntnl&ggtatact (0.55, 6.79)
tngtnig,18tatactg (0.50, 6.36)

tnganyz 1otatact (0.49, 41.75)

tngtnig,18tatactg (0.50, 16.79)

*No -35 box is clearly defined.

Motif putatively recognized by a transcription factor

E. coli

SIGffRid output motifs (spacer range: 14 to 20)

S. typhimurium

tggnig 21tacaat (0.53, 9.24)
tngtnig16gtatact (0.62, 6.84)
ananis 17tgtatag] (0.54, 39.94)
anani4,16gtataat (0.75, 8.17)
tngnis 19gtataat (0.60, 6.67)

tataany4,17ttattt (0.66, 13.05, x3)

tngtniy 16gtatact (0.53, 12.70)

tnanie,18gtatact (0.74, 20.21)
tgtgatnyy 1sttta (0.54, 14.29)




SIGfIRid results for Bacillus subtilis/ Bacillus licheniformis pair.

(for B. subtilis: R > 0.51, LRT > 3.84; for B. licheniformis: R > 0.52, LRT > 3.84)

o factor: SigA ttgacanieistataat [3]

SIGffRid output motifs (spacer range: 14 to 20)

B. subtilis

B. licheniformis

ttganig 19tataat (0.77, 43.47)
ttgacnig 19taaaat (0.76, 12.85)
ttgacnig 2oataat (0.71, 43.15)
ttnacnig 19tataatt (0.68, 23.73)
ttnacnyz 19tataata (0.57, 30.48)
ttgacny7 19tataa (0.67, 29.71)
ttgacnie 18tataa (0.57, 18.10)

ttgnig 2octataat (0.67, 28.56)

ttgnig ootacaata (0.52, 12.68)

ttgacny7 19ataat (0.62, 25.62)
gacanye 1gtataat (0.60, 16.93)

ttgnig 2otataat (0.58, 79.09)

tnananis 17tataat (0.51, 39.02)
tngnig 21tataata (0.59, 51.90)

tnacnyg sotataata (0.57, 30.48)
tnani7 19tataat|gal (0.53, 76.73)
tngacnyz 19tataat (0.51, 47.73)

ttnacnie 1gtataata (0.51, 21.54)
ttgacany 15tnata (0.52, 36.05)
ttgacani¢ 17ataa (0.57, 10.36)
ttngtnn,lgtataat (0.52, 22.78)

ttganig 2otataat (0.79, 63.87)
ttgacny7 19taaaat (0.66, 11.65)
ttgacniz 19tata (0.55, 53.42)
ttnacnig sotataat (0.53, 70.88)
ttnacnyz sotataat (0.52, 83.85)
ttgacnig 21taata (0.68, 22.84)
ttgacni7 2otataa (0.66, 32.51)
ttgacanyg9anant (0.53, 42.90)
ttgacaaniz 1ganant (0.83, 30.80)
ttgacany 1stansa (0.58, 41.75)
ttgaan,7 1gtataat (0.83, 12.46)
ttgnig,2ottataat (0.72, 41.17)
tnganig 1gctataat (0.55, 26.28)
antnig o1ctataat (0.53, 23.48)
ttgnig 2otacaata (0.81, 19.48)
tnganiz 18tacaata (0.52, 12.68)
tnganig 18tataata (0.54, 23.82)
tnzaniz 1otataata (0.55, 24.40)
ttgacny7 19ataat (0.60, 22.95)
gacanie 19tataat (0.59, 13.63)
gacangs 1gtataat (0.57, 13.37)
ttgnig o1tataat (0.62, 98.65)
ttgnig 21tataat (0.59, 99.07)

tngncnir 1gtataat (0.61, 50.60)
tngncnyr 1gtataat (0.74, 48.24)
tgncenie,1stataat (0.64, 47.86)
tnacanye 1gtataat (0.57, 51.72)
tnanig 20tataatyg (0.56, 44.52)
tngacnyz 19tataat (0.63, 61.48)
tngacnyz 1gtataat (0.68, 49.09)
ttnacnyg 1gtataatg (0.70, 13.88)
ttnoanie 19tataatg (0.56, 16.61)
ttnoanyz 19tataata (0.64, 14.71)




tgnganie,1gtataat (0.54, 40.24)
tngncnir 1gtataata (0.75, 24.50)
ttgenag ootataat (0.53, 20.08)

ttgany7 1gctataa (0.54, 11.53)
tgnsanis 1ratataat (0.53, 9.56)
tngnig 20gtataat (0.66, 37.73)

tgnotnie 17tataat (0.52, 32.43)
antngnig 21tataat (0.59, 37.05)
ttnaotnyr 1gtataata (0.52, 22.78)

tntnanie,1sttataat (0.61, 23.75)
tntnig ootataatag (0.76, 27.76)

gttgacnig aotansza (0.59, 40.73)
gttgacanig 1gansat (0.54, 11.35)

gananiz 1stataat (0.63, 24.93)

tntnig,18gttataat (0.59, 16.73)

attgacanyr jgansat (0.56, 27.34)

tgnsanig 1stataat (0.53, 30.83)
tngncnyr otataata (0.76, 26.33)
ttgenag 2otataat (0.56, 23.09)
tnacnig 2otataata (0.53, 36.66)
tnacnie 18ttataata (0.65, 21.65)
tngoanyz 19ttataat (0.52, 34.59)
tnganie 19tataatt (0.52, 30.55)
antnanig aotataat (0.54, 21.75)
ttgcaanie,17tana (0.53, 18.09)
ttganig soatataa (0.53, 9.19)
tgnoanie,1stataata (0.67, 16.36)
tngnig 2ottataat (0.53, 36.81)
tngnig 21tataatt (0.59, 29.85)

ttanye,19tataata (0.53, 7.32)
tntnany7 19tataat (0.57, 39.73)
tnanyz sotataat(ag] (0.58, 74.99)
tnanye 2otataata (0.58, 40.62)
tnanlﬁ,lgtataatt (0.59, 34.69)
tnanyr 19tataatt (0.58, 26.66)
tnananis 17tataat (0.59, 34.03)
tnaanie 2otataat|ag] (0.53, 73.84)

gtnoanig sotataat (0.53, 20.13)

acntnyg1etataat (0.63, 34.78)
tanagnig 21tataat (0.56, 18.90)
ansgnig 1g9ttataat (0.59, 21.30)
tnatnie,19gttataa (0.54, 24.08)
tnztgnlgﬁgotataat (0.53, 36.95)
tngtgnlggotataat (0.55, 32.18)
tattgacny7 g0anant (0.61, 17.11)
atnaanig sotataat (0.54, 28.27)
tattgacnig 20anqat (0.62, 19.88)
tattgacnig soanant (0.64, 17.88)
tattgacanig 19anst (0.68, 14.96)
tattgacanig ootnat (0.54, 8.14)

o factor: SigW tgaaacnigircgta [4]

SIGffRid output motifs (spacer range: 14 to 20)

B. subtilis

B. licheniformis

tgaaacnig,17cgtat (0.74, 17.71)
(found 15 times)

tgaaacnig,17cgta (0.69, 22.09)
(found 18 times)




Motif putatively recognized by transcription factors

SIGffRid output motifs (spacer range: 14 to 20)

B. subtilis

B. licheniformis

attgacaniz,stnota (0.60, 21.70)
atttnis 1stataat (0.52, 22.36)

tttny3 15tataata (0.56, 27.57)
tataataniz 14aaa (0.56, 11.98)

tataatni4 16ataa (0.52, 10.23)
ttttn,18tataata (0.53, 12.05)
cntngnig 21tataat (0.54, 31.42)

attgacaniy 15tnat (0.53, 8.05)
attttnyo 1stataat (0.58, 16.05)
atttnyg17tataat (0.54, 29.78)
atttnig1etataat (0.57, 29.45)
atttnio 1etataat (0.54, 29.33)

tataat[tg]nis 17aaa (0.56, 20.28)
aaaniz rtataatg (0.56, 11.08)
tataatni416ataa (0.64, 9.31)
ttttttnu,lgtataat (0.55, 8.28)
cntnanys 1otataat (0.67, 52.77)

gnagnia1stegteect (0.58, 18.83)
gnagnis 1rtegteect (0.64, 16.57)
gnagniaetcgteect (0.53, 12.78)
ggtny7 socgtcect (0.53, 12.85)

ggtggniz,irtcgtec (0.69, 19.12)

angtnis 9tatacta (0.58, 34.36)
tnganir 1gtatacta (0.56, 22.24)
tntnys 17tatacta (0.62, 32.00)
tngnig 21tatacta (0.59, 22.71)

tatactanie 1gaaa (0.55, 4.79)

tttny113tatacta (0.54, 9.64)

anantnig 17atacta (0.58, 17.57)
angtny3 sotatacta (0.61, 36.86)
tnganyz 1otatacta (0.64, 23.29)
tnatnyr ootatacta (0.52, 21.38)
tngnig 21tatacta (0.59, 22.71)
ananis gtatacta (0.62, 16.52)

attnye,18atacta (0.59, 23.16)
ttgnig ootatacta (0.88, 16.69

acttnig gtataat (0.68, 17.10

)
ttgni7 2otatacta (0.75, 19.84)
)
cattnyy 1gtataat (0.52, 15.79)
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