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Figure 2. Phylogenetic tree of partial RNA polymerase sequences of the viral strains 
detected in the food handler and five cases, and reference strains. 
 
 
 

 AII2M|Melksham/1994/UK|II2M|46

 1393/RSCP 43/05

 1390/RSCP 43/05

 1392/RSCP 43/05

 1389/RSCP 43/05

 1391/RSCP 43/05

 1394/RCSP 43/05

 AIIb|Hilversum/1999/NL|IIb|134

 AII1|Hawaii/1971/US|II1|45|

 AII1W|Wortley/1990/UK|II1W|22|

 AII4|Bristol/1993/UK|II4B|10|

 AII4G|Grimsby/1995/UK|II4G|215

 AII5|Hillingdon/1990/UK|II5|14

 AII3|Toronto/1991/CA|II3|62|

 AII7|Leeds/1990/UK|II7|45|

 AII8|Amsterdam/1998/NL|II8|14|

 AI1|Norwalk/1968/US|I1|20|
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The tree was constructed using the UPGMA clustering method. Bootstrap values (1,000 replicates) are 
shown at the branch nodes. The food handler’s sample is labeled with a triangle and the five cases’ 
specimens are labeled with round circles.  
The sequences of reference strains are from the Foodborne Viruses in Europe database 
(http://www.eufoodborneviruses.co.uk/). 
 
 

 


