1. Encode the molecular sequences into binary sequences.

2. Use a feature selection method to reduce the number of variables to an acceptable level.

3. Delete any contradictions that might exist in the reduced binary dataset.

4.  Apply a logic minimization technique to obtain the digital rules from the training set.

5. Calculate the score of each of the rules.

6. Calculate the score of each of the examples in the tests set.

7. Select only the test examples with the largest scores as the positive predictions.




