
 
 
 
 
 
 

Figure 6 

 

 
Input 1: SNPs Output: 

Chromosomes 
Output: BP 

Positions 
rs11 1 10 
rs24 2 40 
rs99   

   

 
 
 
Figure 6. Example of annotation, obtaining more information for specific SNPs. 
This figure shows an example of filtering using Biofilter annotate SNPs with gene information. 
The output in this case is matched by row to the input. The SNP “rs99” does not exist within the 
simulated knowledge database, so the SNP has no annotation. These SNPs could be further 
annotated with gene symbol and gene-region annotation. Note that SNP “rs24” is in within genes 
“H” and “I”, thus if gene annotation was also added here the output the SNP would listed twice, 
with each row showing a different gene identifier.  


