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d: Bacteroides

e: Bacteroidaceae

f: Alistipes

g: Rikenellaceae

h: unclassified_Bacteroidales

i: Bacteroidales

j: Elizabethkingia

k: Flavobacteriaceae

|: Flavobacteriales

m: Enterococcus

n: Enterococcaceae
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r: Blautia

s: ClostridiumXIVb

t: Butyricicoccus

u: ClostridiumlIV

v: Flavonifractor

w: Oscillibacter

x: unclassified_Ruminococcaceae
y: Ruminococcaceae
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